In the title compound, C 17 H 14 NPSe, the P atom has a distorted tetrahedral environment resulting in an effective cone angle of 163 . In the crystal, C-HÁ Á ÁSe/N/ interactions are observed.
Related literature
For background to phosphorus-and selenium-containing ligands, see: Muller et al. (2006 Muller et al. ( , 2008 . For the free phosphine of the title compound, see: Charland et al. (1989) . For background on cone angles, see: Otto (2001); Tolman (1977) . For details of the conformational fit of the two molecules using Mercury, see: Macrae et al. (2008) ; Weng et al. (2008a,b) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C1-C6 ring. Se) multi-nuclear NMR coupling in Se-P bond as a probe (see Muller et al., 2008) . The advantage of this approach is that there is no steric crowding effect, albeit crystal packing effects, as normally found in transition metal complexes with bulky ligands, e.g. in trans-[Rh(CO)Cl{P(OC 6 H 5 ) 3 } 2 ] cone angles variation from 156° to 167° was observed for the two phosphite ligands (Muller et al., 2006) . Herein we report here the single-crystal structure of SePPh 2 py, where Ph = C 6 H 5 and py = C 5 H 4 N as part of our investigation.
Molecules of the title compound ( Fig. 1 ) adopts a distorted tetrahedral arrangement about the P atom with average C-P -C and Se-P-C angles of 105.47° and 113.20° respectively. Describing the steric demand of phosphane ligands has been the topic of many studies and a variety of models have been developed. The Tolman cone angle (Tolman, 1977) is still the most commonly used model. Applying this model to the geometry obtained for the title compound (and adjusting the Se-P bond distance to 2.28 Å) we calculated an effective cone angle from the geometry found in the crystal structure of 163° (Otto, 2001) . The angle calculated is 9° larger than that of the free phosphine (Charland et al., 1989 ; effective cone angle calculated as 154°), and could be ascribed to C-H···Se/N/π intra-and interactions observed in the title compound (Table 1, Fig. 2) , whereas the free phosphine shows C-H···N/π interactions only. The difference in the orientation of the substituents for these two structures can be illustrated by superimposing their coordinates (Fig. 3) ; root mean squared deviation calculated as 0.0468 Å for P and ipso C atoms only using Mercury (Macrae et al., 2008; Weng et al., 2008a,b) .
Diphenyl-2-pyridylphosphine and KSeCN were purchased from Sigma-Aldrich and used without purification. Eqimolar amounts of KSeCN (5.8 mg, 0.04 mmol) and the diphenylpyridylphosphine (10.5 mg, 0.04 mmol) were dissolved in the minimum amounts of methanol (10 ml). The KSeCN solution was added dropwise (5 min) to the phosphine solution with stirring at room temperature. The final solution was left to evaporate slowly until dry to give crystals suitable for a singlecrystal X-ray study. Analytical data: 
Refinement
The aromatic H atoms were placed in geometrically idealized positions with C-H = 0.95 Å, and allowed to ride on their parent atoms, with U iso (H) = 1.2U eq (C). material for publication: publCIF (Westrip, 2010) and WinGX (Farrugia, 1999) .
Computing details

Figure 1
A view of (1). Displacement ellipsoids are drawn at the 50% probability level.
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